
UCSC Table Browser



UCSC Table Browser: set filter



UCSC Table Browser: select sequence type



UCSC Table Browser: set region options



FIMO: scan promoter sequences for TFBS



FIMO: scan promoter sequences for TFBS results



Ensembl transcript ID (ENST...) to HGNC symbol (gene symbol) transformation

The FIMO result table shows the Ensembl transcript start for which a P53
TFBS was found, we need to translate these IDs into gene names in order
to know the number of genes with a TFBS (one gene can have multiple
transcripts)

1. remove (seach/replace) the “hg38_knownGene_” part from the sequence names
2. copy all Ensembl transcript IDs (ENST…) into the clipboard (mark column, Strg+c)

3. navigate to the Ensembl Biomart website



Ensembl transcript ID (ENST...) to HGNC symbol (gene symbol) transformation



Ensembl transcript ID (ENST...) to HGNC symbol (gene symbol) transformation



Ensembl transcript ID (ENST...) to HGNC symbol (gene symbol) transformation



Ensembl transcript ID (ENST...) to HGNC symbol (gene symbol) transformation



Ensembl transcript ID (ENST...) to HGNC symbol (gene symbol) transformation

Open in Excel and remove duplicate “Gene name” in separate column
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