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− Functional precision oncology

− Integrative multi-omics analyses

− RNA sequencing

− Pathway/network modeling

− Single cell and spatial analysis

− Systems biology and pharmacology
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Pathway and network analyses

PathView GSEA
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PROGENy
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Analyses of tumor microenvironment

Finotello et al. Nat Rev Genet 2019
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WM7 Computational Systems Biology 

Results should be provided also in paper format
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